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SEQUENCE LISTING 



<110> CHUN, Keun Ho 

HWANG, Hyun Jin 

<12 0> TARGET DETECTION SYSTEM HAVING A CONFORMATIONALLY SENSITIVE PROBE 
COMPRISING A NUCLEIC ACID BASED SIGNAL TRANSDUCER 

<130> 12090-05CIP2 

<140> 10684346 
<141> 2003-10-10 



<150> US 60/417,864 

<151> 2002-10-11 

<150> US 10/684,230 

<151> 2003-10-10 

<160> 167 

<170> Patentln version 3.3 

<210> 1 

<211> 7 

<212> PRT 

<213> Human immunodeficiency virus type 1 



<220> 

<221> MI SC_FEATURE 

<222> (1) . . (7) 

<223> HIV-1 protease cleavage site 
<300> 

<308> GenBank/K03455 

<309> 2002-10-21 

<313> (129) . . (135) 

<400> 1 

Ser Gin Asn Tyr Pro lie Val 
1 5 



<210> 2 

<211> 7 

<212> PRT 

<213> Human immunodeficiency virus type 1 



<220> 

<221> MI SC_FEATURE 

<222> (1) . . (7) 

<223> HIV-1 protease cleavage site 



<300> 

<308> GenBank/K03455 

<309> 2002-10-21 

<313> (360) . . (366) 

<400> 2 

Ala Arg Val Leu Ala Glu Ala 
1 5 



<210> 3 

<211> 7 

<212> PRT 

<213> Human immunodeficiency virus type 1 



<220> 

<221> MI SC_FEATURE 

<222> (1) . . (7) 

<223> HIV-1 protease cleavage site 
<300> 

<30 8> GenBank/K0 3 4 55 

<309> 2002-10-21 

<313> (374) . . (380) 

<400> 3 

Ala Thr lie Met Met Gin Arg 
1 5 



<210> 4 

<211> 7 

<212> PRT 

<213> Human immunodeficiency virus type 1 



<220> 

<221> MI SC_FEATURE 

<222> (1) . . (7) 

<223> HIV-1 protease cleavage site 
<300> 

<308> GenBank/K03455 

<309> 2002-10-21 

<313> (429) . . (435) 

<400> 4 

Arg Gin Ala Asn Phe Leu Gly 
1 5 



<210> 5 
<211> 7 



<212> PRT 

<213> Human immunodeficiency virus type 1 
<220> 

<221> MI SC_FEATURE 

<222> (1) . . (7) 

<223> HIV-1 protease cleavage site 
<300> 

<308> GenBank/K03455 

<309> 2002-10-21 

<313> (445) . . (451) 

<400> 5 

Pro Gly Asn Phe Leu Gin Ser 
1 5 



<210> 6 

<211> 5 

<212> PRT 

<213> Human immunodeficiency virus type 1 



<220> 

<221> MI SC_FEATURE 

<222> (1) . . (5) 

<223> HIV-1 protease cleavage site 

<400> 6 

Ser Val Pro Gin lie 
1 5 



<210> 7 

<211> 7 

<212> PRT 

<213> Human immunodeficiency virus type 1 



<220> 

<221> MI SC_FEATURE 

<222> (1) . . (7) 

<223> HIV-1 protease cleavage site 

<400> 7 

Ser Phe Asn Phe Pro Gin lie 
1 5 



<210> 8 
<211> 7 
<212> PRT 



<213> 



Human immunodeficiency virus type 1 



<220> 

<2 2 1 > MI SC_FEATURE 

<222> (1) . . (7) 

<223> HIV-1 protease cleavage site 
<300> 

<308> GenBank/K03455 

<309> 2002-10-21 

<313> (61) . . (67) 

<400> 8 

Thr Leu Asn Phe Pro lie Ser 
1 5 



<210> 9 

<211> 7 

<212> PRT 

<213> Human immunodeficiency virus type 1 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (7) 

<223> HIV-1 protease cleavage site 
<300> 

<308> GenBank/K03455 

<309> 2002-10-21 

<313> (509) . . (515) 

<400> 9 

Ala Glu Thr Phe Tyr Val Asp 
1 5 



<210> 10 

<211> 7 

<212> PRT 

<213> Human immunodeficiency virus type 1 



<220> 

<221> MI SC_FEATURE 

<222> (1) . . (7) 

<223> HIV-1 protease cleavage site 

<400> 10 



Arg Lys Val Leu Phe Leu Asp 
1 5 



<210> 11 

<211> 10 

<212> PRT 

<213> Hepatitis C virus 



<220> 

<221> MI SC_FEATURE 

<222> (1) . . (10) 

<223> HCV NS3 protease cleavage site 
<300> 

<308> GenBank/AF33 332 4 

<309> 2002-12-18 

<313> (1706) . . (1715) 

<400> 11 

Asp Glu Met Glu Glu Cys Ala Thr His Leu 
15 10 



<210> 12 

<211> 10 

<212> PRT 

<213> Hepatitis C virus 



<220> 

<221> MI SC_FEATURE 

<222> (1) . . (10) 

<223> HCV NS3 protease cleavage site 
<300> 

<30 8> GenBank/AF3 3 33 2 4 

<309> 2002-12-18 

<313> (1968) . . (1977) 

<400> 12 

Cys Ser Thr Pro Cys Ser Gly Ser Trp Leu 
15 10 



<210> 13 

<211> 10 

<212> PRT 

<213> Hepatitis C virus 



<220> 

<221> MI SC_FEATURE 

<222> (1) . . (10) 

<223> HCV NS3 protease cleavage site 



<400> 



13 



Glu Asp Val Val Cys Cys Ser Met Ser Tyr 
15 10 



<210> 14 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic sequence 

<220> 

<221> MISC_FEATURE 

<222> (1) . . (10) 

<223> HCV NS3 protease cleavage site 

<400> 14 

Glu Asp Val Val Pro Cys Ser Met Ser Tyr 
15 10 



<210> 15 

<211> 10 

<212> PRT 

<213> Hepatitis C virus 



<220> 

<221> MI SC_FEATURE 

<222> (1) . . (10) 

<223> HCV NS3 protease cleavage site 
<300> 

<308> GenBank/D16435 

<309> 2000-02-01 

<313> (978) . . (987) 

<400> 15 

Asp Glu Met Glu Glu Cys Ala Ser His Leu 
15 10 



<210> 16 

<211> 10 

<212> PRT 

<213> Hepatitis C virus 



<220> 

<221> MI SC_FEATURE 

<222> (1) . . (10) 

<223> HCV NS3 protease cleavage site 



<300> 

<308> GenBank/D16435 

<309> 2000-02-01 

<313> (1299) . . (1308) 

<400> 16 

Met Gin Thr Thr Cys Pro Cys Gly Ala Gin 
15 10 



<210> 17 

<211> 10 

<212> PRT 

<213> Hepatitis C virus 



<220> 

<221> MI SC_FEATURE 

<222> (1) . . (10) 

<223> HCV NS3 protease cleavage site 
<300> 

<308> GenBank/Dl6435 

<309> 2000-02-01 

<313> (1688) . . (1697) 

<400> 17 

Asp Asp lie Val Cys Cys Ser Met Ser Tyr 
15 10 



<210> 18 

<211> 5 

<212> PRT 

<213> human herpesvirus 1 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (5) 

<223> HSV-1 protease cleavage site 
<300> 

<308> GenBank/Xl4112 

<309> 2003-04-22 

<313> (47) . . (51) 

<400> 18 

Leu Val Leu Ala Ser 
1 5 



<210> 19 



<211> 6 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic sequence 

<220> 

<221> MISC_FEATURE 

<222> (1) . . (6) 

<223> HSV-1 protease cleavage site 

<400> 19 

Leu Val Leu Ala Ser Ser 
1 5 



<210> 20 

<211> 12 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic sequence 
<220> 

<221> MI SC_FEATURE 

<222> (1) . . (12) 

<223> HTLV-1 protease cleavage site 

<400> 20 

Ser Ala Pro Gin Val Leu Pro Val Met His Pro Asn 
15 10 



<210> 21 

<211> 12 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic sequence 

<220> 

<221> MI SC_FEATURE 

<222> (1) . . (12) 

<223> HTLV-1 protease cleavage site 

<400> 21 



Ser Lys Thr Lys Val Leu Val Val Gin Pro Lys Asn 
15 10 



<210> 22 

<211> 5 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic sequence 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (5) 

<223> HCMV Assemblin cleavage site 

<400> 22 

Val Val Asn Ala Ser 
1 5 



<210> 23 

<211> 6 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic sequence 



<220> 

<221> MI SC_FEATURE 

<222> (1) . . (6) 

<223> HCMV Assemblin cleavage site 

<400> 23 

Val Val Asn Ala Ser Ser 
1 5 



<210> 24 

<211> 17 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> MI SC_FEATURE 

<222> (1) . . (17) 

<223> Alpha-secretase cleavage site 
<300> 

<308> GenBank/NM_000484 

<309> 2003-10-04 

<313> (683) . . (697) 



<400> 24 

Val His His Gin Lys Leu Val Phe Phe Ala Glu Asp Val Gly Ser Asn 
15 10 15 



Lys 



<210> 25 

<211> 10 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> MI SC_FEATURE 

<222> (1) . . (10) 

<223> Beta-secretase cleavage site 
<300> 

<30 8> GenBank/NM_0 00 48 4 

<309> 2003-10-04 

<313> (667) . . (676) 

<400> 25 

Ser Glu Val Lys Met Asp Ala Glu Phe Arg 
15 10 



<210> 26 

<211> 10 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> MI SC_FEATURE 
<222> (1) . . (10) 

<223> Beta-secretase cleavage site 
<400> 26 

Ser Glu Val Asn Leu Asp Ala Glu Phe Arg 
15 10 



<210> 27 

<211> 15 

<212> PRT 

<213> Artificial 



<220> 
<223> 



Synthetic sequence 



<220> 

<221> MISC_FEATURE 
<222> (1) . . (15) 

<223> Gamma- secret as e cleavage site 
<400> 27 

Arg Arg Gly Gly Val Val lie Ala Thr Val lie Val Gly Glu Arg 
15 10 15 



<210> 28 

<211> 8 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (8) 

<223> Plasmin cleavage site 

<400> 28 

Pro Arg Phe Lys lie lie Gly Gly 
1 5 



<210> 29 

<211> 4 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic sequence 



<220> 

<221> MI SC_FEATURE 

<222> (1) . . (4) 

<223> Matrix metallo proteinase-1 cleavage site 

<400> 29 

Pro Leu Gly Leu 
1 



<210> 30 

<211> 4 

<212> PRT 

<213> Artificial 



<220> 
<223> 



Synthetic sequence 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (4) 

<223> Matrix metallo proteinase-1 cleavage site 

<400> 30 

Pro Leu Gly lie 
1 



<210> 31 

<211> 8 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (8) 

<223> Matrix metallo proteinase-3 cleavage site 
<300> 

<308> GenBank/NM_013227 

<309> 2003-10-05 

<313> (357) . . (364) 

<400> 31 

lie Pro Glu Asn Phe Phe Gly Val 
1 5 



<210> 32 

<211> 8 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> MI SC_FEATURE 

<222> (1) . . (8) 

<223> Matrix metallo proteinase-3 cleavage site 

<400> 32 

Gly Pro Glu Gly Leu Arg Val Gly 

1 5 



<210> 33 

<211> 8 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> MI SC_FEATURE 

<222> (1) . . (8) 

<223> Matrix metallo proteinase-3 cleavage site 

<400> 33 

Arg Val Gly Phe Tyr Glu Ser Asp 
1 5 



<210> 34 

<211> 8 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> MI SC_FEATURE 

<222> (1) . . (8) 

<223> Matrix metallo proteinase-3 cleavage site 

<400> 34 

Leu Leu Ser Ala Leu Val Glu Thr 
1 5 



<210> 35 
<211> 8 
<212> PRT 



<213> Homo sapiens 



<220> 

<221> MI SC_FEATURE 

<222> (1) . . (8) 

<223> Matrix metallo proteinase-3 cleavage site 

<400> 35 

Glu Ala lie Pro Met Ser lie Pro 

1 5 



<210> 36 
<211> 8 
<212> PRT 



<213> Homo sapiens 



<220> 

<2 2 1 > MI SC_FEATURE 

<222> (1) . . (8) 

<223> Matrix metallo proteinase-3 cleavage site 



<400> 36 

Arg Ala lie His lie Gin Ala Glu 
1 5 



<210> 37 

<211> 8 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> MI SC_FEATURE 

<222> (1) . . (8) 

<223> Matrix metallo proteinase-3 cleavage site 

<400> 37 

Pro Phe Ser Pro Leu Val Ala Thr 
1 5 



<210> 38 

<211> 8 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> MI SC_FEATURE 

<222> (1) . . (8) 

<223> Aggrecanase cleavage site 

<400> 38 

Thr Glu Gly Glu Ala Arg Gly Ser 
1 5 



<210> 39 

<211> 5 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> MI SC_FEATURE 

<222> (1) . . (5) 

<223> Caspase-1 cleavage site 

<400> 39 



Tyr Val His Asp Ala 
1 5 



<210> 40 

<211> 5 

<212> PRT 

<213> Homo sapiens 



<220> 

<2 2 1 > MI SC_FEATURE 

<222> (1) . . (5) 

<223> Caspase-1 cleavage site 

<400> 40 

Asp Gly Pro Asp Gly 

1 5 



<210> 41 

<211> 5 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> MI SC_FEATURE 

<222> (1) . . (5) 

<223> Caspase-1 cleavage site 

<400> 41 

Asp Glu Val Asp Gly 

1 5 



<210> 42 

<211> 5 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> MI SC_FEATURE 

<222> (1) . . (5) 

<223> Caspase-3 cleavage site 

<400> 42 

Asp Glu Val Asp Asn 
1 5 



<210> 43 

<211> 5 

<212> PRT 

<213> Homo sapiens 



<220> 

<2 2 1 > MI SC_FEATURE 

<222> (1) . . (5) 

<223> Caspase-3 cleavage site 

<400> 43 

Asp Met Gin Asp Asn 

1 5 



<210> 44 

<211> 4 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> MI SC_FEATURE 

<222> (1) . . (4) 

<223> Caspase-3 cleavage site 

<220> 

<221> MI SC_FEATURE 

<222> (2) . . (3) 

<223> Xaa can be any naturally occurring amino acid. 

<400> 44 

Asp Xaa Xaa Asp 
1 



<210> 45 

<211> 5 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> MI SC_FEATURE 

<222> (1) . . (5) 

<223> Caspase-3 cleavage site 

<400> 45 

Asp Glu Pro Asp Ser 

1 5 



<210> 46 

<211> 5 

<212> PRT 

<213> Homo sapiens 



<220> 



<221> MI SC_FEATURE 
<222> (1) . . (5) 

<223> Caspase-3 cleavage site 
<400> 46 

Asp Glu Ala Asp Gly 
1 5 



<210> 47 

<211> 5 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> MI SC_FEATURE 

<222> (1) . . (5) 

<223> Caspase-3 cleavage site 

<400> 47 

Asp Glu Thr Asp Ser 

1 5 



<210> 48 

<211> 5 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> MI SC_FEATURE 

<222> (1) . . (5) 

<223> Caspase-3 cleavage site 

<400> 48 

Asp Ala Val Asp Thr 

1 5 



<210> 49 

<211> 4 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> MI SC_FEATURE 

<222> (1) . . (4) 

<223> Caspase-3 cleavage site 



<400> 



49 



Glu Ser Met Asp 
1 



<210> 50 

<211> 5 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> MI SC_FEATURE 

<222> (1) . . (5) 

<223> Caspase-4 cleavage site 

<220> 

<221> MI SC_FEATURE 

<222> (5) . . (5) 

<223> Xaa can be any naturally occurring amino acid. 

<400> 50 

Leu Glu Val Asp Xaa 
1 5 



<210> 51 

<211> 5 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> MI SC_FEATURE 

<222> (1) . . (5) 

<223> Caspase-4 cleavage site 
<220> 

<221> MI SC_FEATURE 

<222> (5) . . (5) 

<223> Xaa can be any naturally occurring amino acid. 

<400> 51 

Trp Glu His Asp Xaa 

1 5 



<210> 52 

<211> 5 

<212> PRT 

<213> Homo sapiens 



<220> 
<221> 
<222> 



MI SC_FEATURE 
(1) - - (5) 



<223> Caspase-4 cleavage site 



<220> 

<221> MISC_FEATURE 

<222> (5) . . (5) 

<223> Xaa can be any naturally occurring amino acid. 

<400> 52 

Leu Glu His Asp Xaa 
1 5 



<210> 53 

<211> 5 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (5) 

<223> Caspase-6 cleavage site 

<400> 53 

Val Glu lie Asp Asn 

1 5 



<210> 54 

<211> 5 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> MI SC_FEATURE 

<222> (1) . . (5) 

<223> Caspase-8 cleavage site 

<220> 

<221> MI SC_FEATURE 

<222> (5) . . (5) 

<223> Xaa can be any naturally occurring amino acid. 

<300> 

<30 8> GenBank/NM_0 0 4 34 6 

<309> 2003-10-04 

<313> (172) . . (176) 

<400> 54 



lie Glu Thr Asp Xaa 
1 5 



<210> 55 

<211> 5 

<212> PRT 

<213> Homo sapiens 



<220> 

<2 2 1 > MI SC_FEATURE 

<222> (1) . . (5) 

<223> Caspase-8 cleavage site 
<220> 

<221> MISC_FEATURE 

<222> (5) . . (5) 

<223> Xaa can be any naturally occurring amino acid. 

<400> 55 

Leu Glu Thr Asp Xaa 
1 5 



<210> 56 

<211> 4 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> MI SC_FEATURE 

<222> (1) . . (4) 

<223> Caspase-10 cleavage site 

<400> 56 

lie Glu Ala Asp 
1 



<210> 57 

<211> 9 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> MI SC_FEATURE 

<222> (1) . . (9) 

<223> Angiotensin converting enzyme cleavage site 

<400> 57 

Arg Pro Pro Gly Phe Ser Pro Phe Arg 
1 5 



<210> 



58 



<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic sequence 



<220> 

<221> MI SC_FEATURE 
<222> (1) . . (10) 

<223> Angiotensin converting enzyme cleavage site 
<400> 58 

Asp Asp Val Tyr lie His Pro Phe His Leu 
15 10 



<210> 59 

<211> 7 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> MI SC_FEATURE 

<222> (1) . . (7) 

<223> Platelet glydoprotein V thrombin cleavage site 

<400> 59 

Pro Gly Pro Arg Gly Pro Pro 

1 5 



<210> 60 

<211> 8 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> MI SC_FEATURE 

<222> (1) . . (8) 

<223> Factor IX cleavage site 

<400> 60 

Asn Leu Thr Arg lie Val Gly Gly 
1 5 



<210> 61 

<211> 14 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> MISC_FEATURE 
<222> (1) . . (14) 

<223> Thrombin cleavage site 
<400> 61 

Thr Val Glu Leu Gin Gly Val Val Pro Arg Gly Val Asn Leu 
15 10 



<210> 62 

<211> 14 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic sequence 



<220> 

<221> MISC_FEATURE 
<222> (1) . . (14) 

<223> Thrombin cleavage site 
<400> 62 

Thr Val Glu Leu Gin Gly Leu Val Pro Arg Gly Val Asn Leu 
15 10 



<210> 63 

<211> 14 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> MI SC_FEATURE 

<222> (1) . . (14) 

<223> Thrombin cleavage site 

<400> 63 

Asp Phe Leu Ala Glu Gly Gly Gly Val Arg Gly Pro Arg Val 
15 10 



<210> 64 

<211> 14 

<212> PRT 

<213> Homo sapiens 



<220> 



<221> MI SC_FEATURE 
<222> (1) . . (14) 

<223> Thrombin cleavage site 
<400> 64 

Lys Ala Thr Asn Ala Thr Leu Asp Pro Arg Ser Phe Leu Leu 
15 10 



<210> 65 

<211> 8 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (8) 

<223> Plasmepsin I cleavage site 
<300> 

<308> GenBank/NM_000558 

<309> 2003-10-04 

<313> (31) . . (38) 

<400> 65 

Glu Arg Met Phe Leu Ser Phe Pro 
1 5 



<210> 66 

<211> 8 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> MI SC_FEATURE 

<222> (1) . . (8) 

<223> Plasmepsin I cleavage site 

<300> 

<308> Ge 



